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Assistant Commissioner for Patents 
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INFORMATION DISCLOSURE STATEMENT 

Sir: 

Consideration of the attached documents and return of an initialed copy of the 
attached PTO-1449 Form listing the same, are requested. No fee is believed to be 
required for consideration of the attached as a new Action on the merits has not been 
received since the case has been withdrawn from issue. See, the Decision on Petition 
mailed January 26, 2001. The Driesel (Archives of Virology, Vol. 139, No. 3/04, pages 
379-388) is not attached and will be submitted under separate cover once received by 
the undersigned. 

Consideration of the attached and return of an initialed copy of the attached 
PTO-1449 Form, pursuant to MPEP §609, are requested. 

The Office is authorized to charge the undersigned's Deposit Account No. 14- 
1 140 for any fee which is believed to be required for consideration of the attached. The 
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present paper is submitted in duplicate for purposes of charging the undersigned's 
Deposit Account in the event a fee is required. 



BJS:eaw 

1 100 North Glebe Road, 8th Floor 
Arlington, VA 22201-4714 
Telephone: (703) 816-4000 
Facsimile: (703)816-4100 



Respectfully submitted, 



NIXON & VANDERHYE P.C. 




VB. J. Sadoff 
Reg. No. 36,663 
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(3) TTTEt fin; no acid 
(D) TOPOLOGY: 1 in rat 

{ii) H0LECUL2 lYPZt peptide 

{iL) SEQUZMCZ DESCRIPTION: SEQ ID SO i 20 < = 

Pro Ly» Tyt Ui» Gin Voi Thr Gl* Asp 

15 10 

(2) ZBPQfiMATJCB FOR 3EQ IB SO; iOSi 

(i| SSQUETICE CtWRACTSftlSTJCS: 

(9) TTPEs anino acid 
(D> TOPOLOGY: linBitr 

(ii) MOLSCUL* TYPE* peptide 

<xi) SlQUtVQX DBSCHZPTIOtf: 5IQ ID HO: 205; 

Axig Pro Jbrg His Gin Val yai Gin Glu 

1 5 ifl 

(2) lOTORM&VXCH FOR 3EQ £P 30< JOtf 5 

(1} s^QdCVCX CHARACTERISTICS: 

(X) LEH&TH* ID A«ii n <-i acidt 
(B) TYPE; axi.no Acid 
(D) TOPOlOGli li**ar 

(ii) MOLECULE T*Ms p-i>fcia« 

Ui) SEQCEHCE fitSCRlFTXOftl: SEQ ID X3; 2<J5; 

Arg WO AT<J Net Tyr Clu 11* Ma Gin Asp 

I 5 :o 



(2) IHPORMATIOV FOR SIQ ID Wi 307* 

(1) STOOrVCB CtUUMCTEHISTXCS: 

(A) LXHCTKi 10 Amino 4«lds 
(3) TIPEa aoid 
(D) 'tOPac^OQY: linear 

(11) KOLZCULC iTTPSt puptid* 

iati) SJSQ HENCE DESCRIPTION! SEQ ID J»s 207; 

Ang ffi« Arp Gin rti_* Trp Th* V«l Gin A*p 

1 5 ;o 



fVl^r;*-, ^ i - L . er sequence & umqu* U> at lcaal aibtypc Id ibe sequence 

1, A Hepatitis C vims polyoucteic acid, having a nude- x at least 96% identical to SEQ ID MO' 1 IB? 

"<U^?T ?i V 2 £ £ % £ ^^r* ?' ADolynucldc acid according to claim 1, wMfe 

k - V Z ' l ' ^ g * ^ 2l ' ^ 21 3 S* 4k * 41 ur polyuncfcic add ii selected bom 

wherein when ibe sequent is maiquc u> ai least subtype Id (i) a polynudeic acid encoding *a HCV aoiyproteiq 

aTiSrfS^ • h *~ . th. following amino acid readuS; 115, C38, V44. A49, 

2. A poIyouclBie r^d ulndi is diosea from ihc gjuup q 4 3 t e4y, Q55, A58 t S60 or U0O, b68 OT V68, H7v\ 

11' 12 A' l 2l In «' £ 27 * 29 ' 3U 3 ^ 35 ' 37 > 39 > 60 F 155, D137, G160, E165, 1169, F181, L18&, T190 

; ? ™ 81 ' 85, 87. 89, 91, 93, 95, 97, 99, N197 or K197, 0199 or D199 or H199 or N199, F200 

«n - L„ J 1 T i , - ■ , , OT T200 ^ 1313, M216 or S216, K217 or S217 or 

(ii) a pan of said pojynucleic acid of (i) which is unique G217 or K2H, 7218, 1219, A222, Y223, 1230, W^i or 

u> at ca« o Qe of the oew HCV types 7, y t 10 or 11. or t 65 L231, S232 or or ^ A232, Q23^ Wor^US 

^ U ^^° f ^ 3 ^ hly F C% H U ' U ' ' g> 2C ' 2f ' 2 &- ^ w ^ P^ 7 * ' «r M240, A242, N244,' 

Zb. -i 2k, 21 3g. 4k, 41 nr 4 m , wherrm when ibe N049 f 1250 or K250 or R250. A252 or C252, A254 
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1255 or V255, D256 or M256, E2S7, E260 or K260. 
R261, V268,SZ72or R272, 12*5, G290or F290, A291, 
A293 or L2P3 or W293, T294 or A294. S295 or H295, 
K296 or $296, Y297 or M297, 1299 or Y299, 1300, 
SMI, P316, S2646. A2646\ C2649. A2650, V2652. s 
Q2653, H2656 or L2656, F2659, K2663 or 12663. 
A2667 or V16$7, D2677, L2S8U Mltlftfi or Q26S6 or 
E2686, A2692 or H2697, 12707, L2708 or 

Y27TW, A2709, A2710 «r M2719, F2727, T272fl or 
D2728. £2729. F2730 or 72730, 12745, V2746 or jc 
E2746 o/ L2746 or K2746, A274S, S2749 or P2749, 
R2750, E2751, D2752 or N2752 or S2752 or TZ752 or 
V2752 or 12752 of Q2752, S2753 or D2753 or G2753, 
D2754, A2755, L2756 or Q27S6, R2757, with said 
natation being enrn poised of a letter representing the >i 
amino add residue by lis one- letter code, and a number 
representing the amino acid numbering as shown in 
Table 1, 

(if) a part ot said polynucleic acid of (i) which is unique 
to at least one of the new HCV types 7. % 11) or ) I, cir, ™ 
lo at least one of Che subtypes Id, le, It; 1& 2e, 2f, 2g> 
2h, 2i, 2k, 2U 3g, 4k, 41 or 4m. wherein when the 
sequence is unique to al least subtype Id the sequence 
is at least 96% identical to SEQ ID NO: t, 

(in) or the complement of the polynucleic acid of (i) or 25 

4. A polynucleic acid according tn claim I, wherein the 
polynucleic acid is selected from 

(i) a pdlyoiiclcic acid encoding an HCV polyprotcio 
CCmprVHQg in its amine acid sequences at least odc 
amiPO acid sequence chosen fro CO the group consisting 
uf Ujc amiDO acid frequence* having SEQ TO 2, 4. ft, 3, 
10, 12, 14, 16, 18, 20. 22, 24, 26, 28, 30, 32, 34, 40, 42, 
44, 4(J, 43, 50, 32, 54, 56, SA, fiO, 62, 64, 66, 68, 70, 77, 
74, 76, 78, 78, 80, 82, 84, 86, 88, 90, 92, 94, 96, 98, 
100. 102, 104 or 106. 

(ii) a part uf said puly nucleic acid uf (i) which is unique 
to at Least one of the oew HCV types 7, 9, 10 or 11, or, 

to at least one of the subtypes id, lc. If, lg, 2c, 2f, 2g, ^ 
2h, 2i, 2k, 21, 3g, 4k, 41 or 4m, wherein when the 
sequence is unique to at least subtype Id the sequence 
is at least 96#> identical to SEQ ID NO: 1, 
(itf) or the complement of the polyoucleic acid of (i) or 

3. A priynucteic acid according to claim L> wherein the 
polynucleic acid b selected from 

(f) a polynucleic acid encoding an HCV polyp roiciu 
enmprising in its ammo acid sequence at least one 



amino acid sequence chosen from the group consisting 
of the amino acid sequences having SEQ ID 107 to 207, 

(ii) a pan ot said polyoucleic acid of (i) which 5 unique 
in at least one ufihe new HCV types 7. 9, 10 or 11, or, 
to at least one of the subtypes Id. lc, It lg, 2c. 2f, 2g, 
2h, 2i» 2k, 21, 3g, 4k, 41 or 4m, wherein when the 
sequence i& unique to at least subtype Id lb* sequence 
is at Least 06$$ identical to SEQ ID NO: 1, 

(Hi) o/ the complement of the polynucleic acid of (ii) or 

(ui). 

6" . A puly nucleic acid ncuurtiing ui any uf da Lira I lu 5 
which comprises 5* UR sequenced, the Corc/El and the NS4 
or the NSSB region or a part thereof. 

7. A recombinant polypeptide encoded hy 4 pgly nucleic 
acid according to any of claims 1 to 5, or a part thereof which 
is unique to at least one of tbe new HCV types 7, 9, 10 or 
11, or, to at leavi one of the subtypes Id, le, If, lg, 2c, 2f, 
2g, 2h. 2i, 2k. 2L 3£* 4k. 41 or 4m, wherein when the 
sequence is unique to *t Uwwst subtype Id th* $*squence i$ at 
least 96% identical to $£Q 10 NO: I. 

8. A method for production of a recombinant polypeptide, 
comprising: 

transformation of an appropriate cellular host with a 
recombinant vector, in which a polynucleic acid or a 
part thereof according to any of claims, t to 3 has been 
inserted uoder I be control uf ibe appropriate regulatory 
elements, the polynucleic acid or the part thereof thus 
being an insert, 

culiuring said transformed cellular host under condition* 
enabling the expresstoo of said insert, and 

harvesting said polypeptide. 

9. A recombinant expression vector comprising a poly- 
aucjeic add or a pan thereof according to any of claims 1 lo 
5 opcrably linked to prokaryoiic, eukaryotic or viral tran- 
scription and translation control elements. 

10. A host cell transformed with 2 recombinant vector 
according m claim 9. 

11 A peptide corresponding to an amino acid sequence 
encoded by one of the polynucleic acids according to any of 
claims 1 to 3, with said peptide comprising an epitope which 
is unique to at least one of the aew HCV types 7, 9, JO or 
11, or, to at least one of the subtypes Id, lc, If, lg, 2c, 2f, 
2g, 2b, 21, 2k, 21, 3g, 4k, 41 or 4m, wherein wbco ibe 
sequence is unique to at least subtype Id the sequence ia at 
least 96% identical to SEQ ID NO: 1. 

12. Tbe polynucteic acid of claim 1, wherein when the 
sequence is unique to at least subtype Id the sequence is at 
least 99% identical to SEQ ID NO:l- 
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